. E. coli YdiI and YbdB homologs identified by BLAST searches using the YdiI sequence as the query. Only homologs having >35% sequence identity (SI) with the YdiI for >80% sequence coverage are included in the table. Evidence for the presence of a menaquinone pathway derived via BLAST searches for homologs to the E. coli pathway enzymes is indicated by "yes" and the absence of evidence is indicated by "no". Figure SI1 . (A) Predicted functional partners of ybdB orthologs derived from STRING 9.1 (1 
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